. HMEC and uncultured breast epithelia samples (Related to Figure 1 ). HMEC strains and uncultured breast epithelia samples were derived from reduction mammoplasty (RM), peripheral non-tumor regions from mastectomy (P) tissues, milk fluids (Milk) and a tumor (T).
Mass cytometry analysis.
The age of the strains were not known at the time of the experiment.
Cells were analyzed on a CyTOF mass cytometer (DVS Sciences) at an event rate of ~500 cells per second. The settings of the instrument and the initial post-processing parameters were described previously. For each barcoded sample several data files were recorded. The files were concatenated using the Cytobank concatenation tool, normalized and debarcoded. Table of results   table( predictions,testingLabels) 
